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rbs MKYLT, P T A A 

GCATGC AAATTCTATTTC JAGGAGA CAGrr^ 

10 20 30 40 50 60 

SphI 

PelB leader 

AGLLLLAAOPAMA Q V Q L Q E S 
GCK5GATltjlTATTOCTCX3CTXX:CCA 

70 80 90 100 110 120 

PstI 

GPGLVAPSQSLS ITCTVSGF 
GGACCTCGCCIXX^ 

130 140 150 160 170 180 



SLTGYGVNWVRQPPGKGLEW 
TCA'rTAACOGGCTATCGTGTAAA^^ 

190 200 210 220 230 240 

VHD1.3 

LGMIWGDGNTDYNSALKSRL 
CTGGGAATGATITGGGGTGATGGAAACACAGA^ 

250 260 270 280 290 300 



SISKDNSKSQVFLKMNSLHT 
AGCATCAGCAAGGACAACTCCAAG 

310 320 330 340 350 360 



DDTARYYCARERDYRLDYWG 
GATGACACAGCC^GGTACTACTI^^ 

370 380 390 400 410 420 

Linker Peptide 

Q G T T V T V S S GG GGSGGGGS G 
CAAGGCACCACG^IXZA£^GTCTCX^ 

430 440 450 460 470 480 

BstEII 

Q Q G. S D I ELTQS PASLSASVG 

ggtgg<^gatcgGACATCT,7\ncrrcjkcrr^ 

490 500 510 520 530 540 

Sac I 
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ETVTIT CRASGNI HNYLAWY 
GAAACTGTIXIACCATCACATGTCGAGC^^ 

550 560 570 580 590 600 



QQKQG KS PQLLVYYTTTLAD 
Q^GCAGAAACAGGGAAAATCTCCTCAGCTC 

610 620 630 640 650 660 

VKD1.3 

GVPSRFSGSGSGTQYSLKIN 
GGTCTIX3CCATCAAGGTIXIAGTGGCA.GTGGA 

670 680 690 700 710 720 



SLQPEDFGSYYCQHFWSTPR 
AGCCTGCAACCTGAAGA' 1 ' 1 1 1 ' 1 LK3GAGTTATTACTGTCAACA' 1 1 1 ' 1 ' I' 1GGAGTACTCCTCGG 
730 740 750 760 770 780 

Myc Tag (TAQl) 

TFGGGTKLE I K R R O K - T, T S R R 
ACGTTCGGTIX3GAGGGACCAAGCrCG^GATCAAACG 

790 800 810 820 830 840 

Xhol 

D L, M * * (SEQ ID NO. 183) 
GATCTGAATT7ATAATCATCAAACGGTT7^TAAG (SEQ ID NO. 1 84) 
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MKYLLPTAA 

GCATCCAAATIUTATTTCA^ 
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AGLLLLAAQPAMAQVQLQES 
70 80 90 100 110 120 



GPGLVAPSQSLSITCTVSGF 
G3ACCTGGCCIGGT33O30CX^^^ 

130 140 150 160 170 180 



SLTGYGVNWVRQPPGKGLEW 
TCATIAACCGGCTATC^^ 

190 200 210 220 230 240 



LGMIWGDGNTDYNS'ALKSRL 
CIG3GA^IGATTTG33G?IGAT^ 

250 260 270 280 290 300 



SISKDNSKSQVFLKMNSLHT 
310 320 330 340 350 360 



DDTA RYYCARERDYRLDYWG 
GATCACACA303\G3EA^^ 

370 380 390 400 410 420 



QGTTVTVS SASTKG PSVFPL 
CAAQ3GACCAa33r[O^C03riC^ 

430 440 450 460 470 480 



APSS KSTSGGTAALGCLVKD 
GCAQOCTQCnXAAGaGCAGCTCTGGG^ 

490 500 510 520 530 540 
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TFPAVLQSSGLYSLS S V V T V 
610 620 630 640 650 660 
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CAA GGG ACC CT G GTC ACC gtc tCC tea ggtggaggcggttcaggcggaggtggctct 

BstEl I 

ggggsd iE L T Q T P L S L P V 

ggcggtggcggatcggac ate GAG CTC ACC CAA ACT CCA CTC TCC CTG CCT GTC 



SLGDQASISCRSSQSI 
AGT CTT GGA GAT CAA GCC TCC ATC TCT TGC AGA TCT AGT CAG AGC ATT 

VHSNGNTYLEWYLQKP 
GTA CAT AGT AAT GGA AAC ACC TAT TTA GAA TGG TAC CTG CAG AAA CCA 



GQSPKLLIYKVSNRFS 
GGC CAG TCT CCA AAG CTC CTG ATC TAC AAA GTT TCC AAC CGA TTT TCT 

GVPDRFSGSGSGTDFT 
GGG GTC CCA GAC AGG TTC AGT GGC AGT GGA TCG GGG ACA GAT TTC ACA 

LKISRVEAEDL. GVYYC 
CTC AAG ATC AGC AGA GTG GAG GCT GAG GAT CTG GGA GTT TAT TAC TGC 

FQGSHVPYTFGGGTKL 
TTT CAA GGT TCA CAT GTT CCG TAC ACG TTC GGA GGG GGG ACC AAG CTC 
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5END RTPEMPVL (SEQ ID NO: 192) 

TCT CAC AGTGCAC AA ACT GTT GAA CGG ACA CCA GAA ATG CCT GTT CTG (seq id nohqsj 
Apal_1 



3'ENO 

K A A L G L K 

AAA GCC GCT CTG GGG CTG AAA GCG GCC GC A GAA ACT GTT GAA AGT etc. (seq id no:195) 
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